ABSTRACT Thermosipho globiformans strain MN14, a Gram-negative, heterotrophic, thermophilic bacterium, was isolated from a hydrothermal vent in the western Pacific Ocean. Here, I present the 1.9-Mb draft genome sequence of the strain, which consists of 75 contigs with 30.8% GC content and 1,900 predicted protein-coding genes.
defense strategy of this strain against oxidative stress. Additionally, the development of a gene modification system based on the draft genome revealed by this study may help expand the industrial utilization of this strain.
Data availability. The genome sequence has been deposited in DDBJ/ENA/ GenBank under the accession number BHXD00000000. The raw sequencing reads have been deposited in the DDBJ Sequence Read Archive under the accession number DRA007454. The version described in this paper is the first version.
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